
                                                  
   
   
   
   
   
   
   
   

                                                
  
  
  
  
  
  
  
  

 
 
  
  
  
  
  
  

                                               
 
 
 
 

 
 
 

                                               
 

                                        
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                                 
   
   
                  
                  
      
              

 
   
                                        
   
   
                  
                  
       
             

 
   
                                        
   

1 55
 
Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma  


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1  

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma  


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma  


Copy of hum pol gamma aa seq 


(1) -MSRLLWRKVAGATVGPGPVPAPGRWVSSSVPASDPSDGQRRRQQQQQQQQQQQQ 
(1) -MSRLLWRKVAGATVGPGPVPAPGRWVSSSVPASDPSDGQRRRQQQQQQQPQQ--
(1) -MSRLLWKKVAGAKVASGPVPATARWVSSSVLDPVPSDGR---------------
(1) -MSRLLWKKVAGAKVASGPVPATGRWVSSSVLDPVPSDGQ---------------
(1) -MNRLLQKGTSLVPSWRTRGCRYRRCSYAPQLHAKPLEMETS-------------
(1) -MFYKACPSTLTCSKWIHSIIKTKKFLYCRHYSSK------SFIDNAP-------
(1) -MTKLMVRSECMLRMVRRRPLRVQFCARWFSTKKNTAEAP---------------
(1) MLTPVRCRTVPNATVATAARVLRRANLFSRYPRQLGHLRWDSTIAQVLE------

56 110
 
(55) QPQQPQVLSSEGGQLRHNPLDIQMLSRGLHEQIFGQ----GGEMPGEAAVRRSVE 
(53) -PQQPQVLSSEGGQPRHNPLDIQMLSRGLHEQIFGQ----GGEMPGEAAVRRSVE 
(40) --PPSQMPSSENGQLRLNPLLIQMLSRGLHEQIFGC----GGEMPDEAAVQRSVE 
(40) --PQSQMPSSENGQLRLNPLHIQMLSRGLHEQIFGC----GGDVPDEAAVQRSIE 
(42) -------------QRRMNPLNIQMLSKGFHEQIFRG----KQVQHAEEDVQRSIT 
(42) --------------LRINPVGVQYLSPALQNQVFPQ----QNTQISQLHLDLAKF 
(40) ---------------RINPVGIQYLGESLQRQVFGSCGGKDEVEQSDKLMELSKK 
(50) ----RKGLGVPS-TARHNEIGVQQLSEHLYKQLFPRG---NTDPPAPELIELAKD 

111 165 
(106) HLQKHGLWGQPAVPLPDVELRLPPLYGDNLDQHFRLLAQKQSLPYLEAANLLLQA
 
(103) HLQKHGLWGQPAVPLPDVELRLPPLYGDNLDQHFRLLAQKQSLPYLEAANLLLQA
 
(89) HLQKHGLWGQPATPLPDVELRLPRLFGGNLDQHFRLLAQKQSLPYLEAAASLLEA
 
(89) HLRKHGLWGQPTTPLPDVQLRLPRLFGGNLDQHFRLLAQKQSLPYLEAAASLSEA
 
(80) HLKNHELWGQETSTVPDVELQLPKMYGNNIEEHFQILAQKQSLPYLEAANDLLNC
 
(79) HLAKHQLLNKETIKLPSFNFRLPPLQGKTISEHFYNIGLEFAEPHLSKAIKFSKI
 
(80) SLKDHGLWGKKTLITDPISFPLPPLQGRSLDEHFQKIGRFNSEPYKSFCEDKFTE
 
(97) HLARHDLLGKTTDKTPPIAFQLPALVGDTLDEHFHKLGVDAAEPFLTHAKQFADA
 

166 220
 
(161) QLPPKPPAWAWAEGWTRYGPEGEAVPVAIPEERALVFDVEVCLAEGTCPTLAVAI 
(158) QLPPKPPAWAWAEGWTRYGPEGEAVPVAIPEERALVFDVEVCLAEGTCPTLAVAI 
(144) QLPPEPKSWAWAEGWTRYGPEGEAEPVAIPEERALVFDVEVCLAEGTCPTLAVAI 
(144) QLPPQPRKWVWAEGWTRYGPEGEAEPVAIPEERALVFDVEVCLAEGTCPTLAVAI 
(135) QLPAMPQTWAWQSGWTRYTATGEKELVDFPDEKAMVFDVEVCVTEGCCPTLAVAA 
(134) DTPVQPKTWKRQPGWTKYAKDGSISCVPYPDSDCMVFDVEVLYKVSPFAVVATAV 
(135) MVAR-PAEWLRKPGWVKYVPGMAPVEVAYPDEELVVFDVETLYNVSDYPTLATAL 
(152) HLPPKPTSWVRRSGWTKYNRDGTTENDVLPQGNMMCFDVEVMYKDNPYAVMACAG 

221 275
 
(216) SPSAWYSWCSQRLVEERYSWTSQLSPADLIPLEVPTGASSPTQRDWQEQLVVGHN
 



 
 
 
 
 
 
 

 
 
 
 
 
 
 
 

                                               
 
 
 
 
 
 
 
 

                                               
 
 
 
 
 
 
 
 

 
 
 

   
                  
                  
      
             

 
   
                                                      
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                                           
   
   
                  

Pan troglodytes (chimpanzee)
mus pol gamma
rat pol gamma

Copy of Xenopus pol gamma
S. pombe pol gamma

Copy of scyeast pol gamma mip1  
Copy of Neurospora pol gamma 

(213) SPSAWYSWCSQRLVEERYSWTSQLSPADLIPLEVPASASSPTQRDWQEQLVVGHN 
(199) SPSAWYSWCSRRLVEERYSWTSQLSPADLIPLGGSTSASSSTKQDGQEQLVVGHN 
(199) SPSAWYSWCSRRLVEERYSWTSQLSPADLIPLGVSASASSSTQQDWQEQLVVGHN 
(190) SPQNWYSWCSRRLIEGRYTWSKELLLSDLFPLETSMNCNYMTKNNWTERLVVGHN 
(189) SEDAWYCWLSPWLLGK--SENDRQLIPS----------------NPKGALFVGHN 
(189) SSTAWYLWCSPFICGGDDPAALIPLNTLN-----------------KEQVIIGHN 
(207) TPDAWYAWLSPWLLGE--TENKAQLVPMGD--------------PTVDRIIVGHN 

276 330 
Copy of hum pol gamma aa seq
Pan troglodytes (chimpanzee)

mus pol gamma
rat pol gamma

Copy of Xenopus pol gamma
S. pombe pol gamma  

Copy of scyeast pol gamma mip1
Copy of Neurospora pol gamma 

(271) VSFDRAHIREQYLIQGSRMRFLDTMSMHMAISGLSSFQRSLWIAAKQGKHK----
(268) VSFDRAHIREQYLIQGSRMRFLDTMSMHMAISGLSSFQRSLWIAAKQGKHK----
(254) VSFDRAHIREQYLIQDSRMRFLDTMSMHMAISGLSSFQRSLWMGAKQGKHK----
(254) VSFDRAHIREQYLIQGSRMHFLDTMSMHMAISGLSSFQRSLWMGAKQGKHK----
(245) VSFDRAHIKEQYLIKGSKTRFMDTMSMHMAISGLTGFQRTLWMASKYGKKK----
(226) VSFDRQRIREEYNIKSSRNVFLDTMSLHVATHGMCSRQKPTWFKARKAYIR--SQ 
(227) VAYDRARVLEEYNFRDSKAFFLDTQSLHIASFGLCSRQRPMFMKNN---------
(246) IGYDRAKILEEYDLKQTRNFFLDTMSLHVAVNGMCSQQRPTWMKHKKARELREKA 

331 385 
Copy of hum pol gamma aa seq
Pan troglodytes (chimpanzee)

mus pol gamma
rat pol gamma

Copy of Xenopus pol gamma  
S. pombe pol gamma

Copy of scyeast pol gamma mip1
Copy of Neurospora pol gamma 

(322) VQPPTKQGQKSQRKARRGPAISSWDWLDISSVNSLAEVHRLYVGGPPLEKEPREL 
(319) VQPSTKQGQKSQRKARRGPAISSWDWLDISSVNSLAEVHRLYVGGPPLEKEPREL 
(305) TQQSTKRGQKSPRKAN-GPAISSWDWMDISSANNLADVHNLYVGGPPLEKEPREL 
(305) TQHPTKRGQKSQKNAN-GPAISSWDWMDISSANNLADVHNLYVGGPRLAKEPREL 
(296) GLQEVKQHIKKTRSNFSGSPISSWDWVNISSINNLADVHALYVGGPPLEKEAREL 
(279) STETSEDDDSSSFDDDYQNYLKQEPWLAHSSVNSLKDVAKFHCN-ITLDKSKRDD 
(273) --KKKEAEVESEVHPEISIEDYDDPWLNVSALNSLKDVAKFHCK-IDLDKTDRDF 
(301) EHESASVELQEVLQGGSLTAEEADLWVDKSSINSLRDVAQFHLN-VKIDKDIRDV 

386 440 
Copy of hum pol gamma aa seq
Pan troglodytes (chimpanzee)

mus pol gamma
rat pol gamma

Copy of Xenopus pol gamma
S. pombe pol gamma

Copy of scyeast pol gamma mip1  
Copy of Neurospora pol gamma 

(377) FVKGTMKDIRENFQDLMQYCAQDVWATHEVFQQQLPLFLERCPHPVTLAGMLEMG 
(374) FVKGTMKDIRENFQDLMQYCAQDVWATHEVFQQQLPLFLERCPHPVTLAGMLEMG 
(359) FVKGSMRDIRENFQDLMQYCARDVWATFEVFQQQLPLFLERCPHPVTLAGMLEMG 
(359) FVKGSMRDIRENFQDLMEYCARDVWATFEVFQQQLPLFLERCPHPVTLAGMLEMG 
(351) FVKGSMSDIRTEFQELMRYCALDVQATHEVFQEQFPLFMERCPHPVTLSGMLEMG 
(333) FASLEKEPILQKLNELITYCAHDTYSTHQVFKKVFPQFLEVCPHPATFSAMLSLG 
(325) FASTDKSTIIENFQKLVNYCATDVTATSQVFDEIFPVFLKKCPHPVSFAGLKSLS 
(355) FAETDRNVILNQLDDLLTYCAADVQVTHQVYQVVFPNFLGVCPHPVSFAALRHLA 

441 495 
Copy of hum pol gamma aa seq
Pan troglodytes (chimpanzee)

mus pol gamma 

(432) VSYLPVNQN-WERYLAEAQGTYEELQREMKKSLMDLANDACQLLSG-ERYKEDPW 
(429) VSYLPVNQN-WERYLAEAQGTYEELQREMKKSLMDLANDACQLLSG-ERYKDDPW 
(414) VSYLPVNQN-WERYLTEAQNTYEELQREMKKSLMDLANDACQLLSG-ERYKEDPW 



 
 
 
 
 

                                               
 
 
 
 
 
 
 
 

                                               
 
 
 

 
 
 
 

 
 
 
 
 
 
 
 

                                               
 
 
 
 
 

                  
      
              

 
   
                                        
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                     
      
             

 
   
                                                                
   
   
                   
                  
      
             

 
   
                                        
   
   
                  
                  
      

rat pol gamma

Copy of Xenopus pol gamma


S. pombe pol gamma

Copy of scyeast pol gamma mip1


Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma  

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1  

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma  


(414) VSYLPVNQN-WERYLTEAQSTYEELQREMKKSLMELANDACQLLSG-ERYKEDPW 
(406) VSYLPVNQN-WERYLDEAQTSYEELQKEMKKSLMKLANDACQLLTK-DAYKEDPW 
(388) SVFLPVNHS-WTRYINGVEEQYQQMIQLVDQKLSQYAEKAKDLINTKDTVLKDPW 
(380) KCILPTKLNDWNDYLNSSESLYQQSKVQIESKIVQIIKDIVLLKDKPDFYLKDPW 
(410) SVILPVNKT-WDTYIETAEATYLQMLHGVQERLFTLMERTLDYKADPEKYLSDPW 

496 550 
(485) LWDLEWDLQEFKQKKAKKVKKEPATASKLPIEGAGAPGDPMDQEDLGPCSEEEEF 
(482) LWDLEWDLQEFKQKKARKVKKEPATASKLPIEGAGAPGDPMDQEDLGPCSEEEEF 
(467) LWDLEWDLQEFKQKKAKKVKK-PASASKLPIEGAGPFGDPMDQEDPGPPSEEEEL 
(467) LWDLEWDLQEFKQKKAKKVKK-TASASKLPIEGAGPFGDPMDQEDPGPPSEEEEL 
(459) LWDLEWDIQESKQKKTKISKK--QKKANEAAESVGNKLVEDHNEDPGPPTEKEES 
(442) LRQLDWTPCNLYRKLKKAT------------------------------------
(435) LSQLDWTTKPLRLTKKGVP------------------------------------
(464) LSQLDWSGQEIKMAKPKKKGD----------------------------------

551 605 
(540) QQDVMARACLQKLKGTTELLPKRPQHLPGHPGWYRKLCPRLDDPAWTPGP-----
(537) QQDVMARACLQKLKGTTELLPKRPQHLPGHPGWYRKLCPRLDDPAWTPGP-----
(521) QRSVTAHNRLQQLRSTTDLLPKRPQHLPGHPGWYRKLCPRLDDPAWAPGP-----
(521) QQNIMAHTRLQQLKSTTDLLPKRPQHLPGHPGWYRKLCPRLDDPAWTPGP-----
(512) RPSMGKLYLEDLKLKTLPLLPKRNQHLPGHPGWYRKLCPKLEDPDWLPGP-----
(461) ------------------------QEVPVVPKWYKKAYCKTEKRAV---------
(454) ---------------------AKCQKLPGFPEWYRQLFPSKDTVEP---------
(485) ----VER------------P-ALNQKLPGYPQWYKDLFVKVPKELSGLDEPDKEQ

606 660 
(590) ---------SLLSLQMRVTPKLMALTWDGFPLHYSERHGWGYLVPGRRDNLAKLP 
(587) ---------SLLSLQMRVTPKLMALTWDGFPLHYSERHGWGYLVPGRRDNLAKLP 
(571) ---------SLLSLQMRVTPKLMALTWDGFPLHYSDSHGWGYLVPGRRDNLTEPP 
(571) ---------SLLSLQMRVTPKLMALTWDGFPLHYSDSHGWGYLVPGRRDNLTELP 
(562) ---------GLISLQMRLTPKLMRLTWDGYPLHYSEKHGWGYLVPGR----KNNK 
(483) ---------I--TAKSRLAPILLRLKWKKHPLAWSDTYGWVFSVER---------
(479) ----------KITIKSRIIPILFKLSWENSPVIWSKESGWCFNVPHEQ-------
(523) ENRKARHEFINLTVRSRIAPLLLKLSWEGYPLFWSDQFGWTFQVPRE--------

661 715 
(636) TGTTLESAGVVCPYRAIESLYRKHCLEQGKQQLMPQEAGLAEEFLLTDNSAIWQT
(633) TGTTLESAGVVCPYRAIESLYRKHCLEQGKQQLMPQEAGLAEEFLLTDNSAIWQT
(617) VSPTVESAAVTCPYRAIESLYRKHCLEQGKQQLEPQEVDLAEEFLLTDSSAMWQT
(617) VSPTEESAAVTCPYRAIESLYRRHCLDQGKQQLETQETDLAEEFLLTDS-AMWQT
(604) LNNEEEEEIIPCPYRAIEDIYAEYSKNKTKDGCLSQHSTIPEEFMLTDDNSMWQK 



 
 
 

                                               
 
 
 
 
 
 
 
 

 
 

 
 
 
 
 

                                               
 
 
 
 
 
 
 
 

                                               
 
 
 
 
 
 
 

             
 

   
                                        
   
   
                  
                  
      
             

 
   
                                                                     
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
       
             

 
   
                                        
   
   
                  
                   
      
             

 

S. pombe pol gamma

Copy of scyeast pol gamma mip1


Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma  


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma  

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma  


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1 


(518) -----------------------------------------------------TS
 
(517) ----------------------------------------------------VET
 
(570) -----------------------------------------------------KA
 

716 770
 
(691) VEELDYLEVEAEAKMENLRAAVPGQ--PLALTARGGPKDTQPSYHHGNGPYNDVD
 
(688) VEELDYLEVEAEAKMENLRAAVPGQ--PLALTARGGPKDTQPSYHHGNGPYNDVD
 
(672) VEELGCLDVEAEAKME---NSGLSQ--PLVLPAACAPKSSQPTYHHGNGPYNDVN
 
(671) VEELGCLDVEAEATVE---SSGLSQ--PLVPPTACAPKTSQPTYHHGNGPYNDVD
 
(659) VEELSRTEMDLSSEVPATAKAKKRNNSSEHPVKLEMEFDSLPDNHHGNSPCGDVN
 
(520) KDEIEMLLDQGLVPCS-------------------------------REEDTKLD
 
(520) YKAKNYVLADSVSQEE--------------------------EE---IRTHNLGL
 
(572) ETFIQRQMTPVQFEDP-------------------------------DVDDRLRM
 

771 825
 
(744) IPGCWFFKLPHKDGNSCNVGSPFAKDFLPKMEDGTLQAGPGGASGPRALEINKMI 
(741) IPGCWFFKLPHKDGNSCNVGSPFAKDFLPKMEDGTLQAGPGGASGPRALEINKMI 
(722) IPGCWFFKLPHKDGNNYNVGSPFAKDFLPKMEDGTLQAGPGGASGPRALEINKMI 
(721) IPGCWFFKLPHKDGNNYNVGSPFAKDFLPKMEDGTLQAGPGGARGPRALEINKMI 
(714) VSGCWFYKLPHKDGNANNVGSPFAKDFLPKMEDGTLQASTGDSSATRALEINKMI 
(544) YNNYIFFKVPHKDGPEARCVRHSPNHITHTSKRVFYNQIMK--WLKKALEMSASC 
(546) QCTGVLFKVPHPNGPTFNCTNLLTKSYNHFFEKGVLKSESE--LAHQALQINSSG 
(596) DVDHKYFKLPHKDGPNARCVNPMAKGYLPYFEKGILSSEYP--YAKEALEMNASC 

880 
(799) SFWRNAHKRISSQMVVWLPRSALPRAVIRHPDYDEE---GLYGAILPQVVTAGTI 
(796) SFWRNAHKRISSQMVVWLPRSALPRAVIRHPDYDEE---GLYGAILPQVVTAGTI 
(777) SFWRNAHKRISSQMVVWLPRSALPRVVTRHPSFDEE---GHYGAILPQVVTAGTI 
(776) SFWRNAHKRISSQMVVWLPRSALPRAVTRHPSFDEE---SHYGAILPQVVTAGTI 
(769) SFWRNAHKRISSQMVVWMKKNELHRTITRDPEFDEE---NKYGAILAQVVSAGTI 
(597) SYWSSARDRIRSQMVVWDKDAELG-------VPSSV---DGFGIILPCIIPMGTV 
(599) SYWMSARERIQSQFVVPSCKFPNEFQSLSAKSSLNNEKTNDLAIIIPKIVPMGTI 
(649) SYWISARERIKNQMVVYEDQLPPSQRFVNKDADSNT---PIGGFVLPQVIPMGTI 

826 


881 935
 
(851) TRRAVEPTWLTASNARPDRVGSELKAMVQAPPGYTLVGADVDSQELWIAAVLGDA 
(848) TRRAVEPTWLTASNARPDRVGSELKAMVQAPPGYTLVGADVDSQELWIAAVLGDA 
(829) TRRAVEPTWLTASNARPDRVGSELKAMVQAPPGYVLVGADVDSQELWIAAVLGDA 
(828) TRRAVEPTWLTASNARPDRVGSELKAMVQAPPGYVLVGADVDSQELWIAAVLGDA 
(821) TRRAVEPTWLTASNARADRVGSELKAMVQVPPGYHLIGADVDSQELWIAAILGEA 
(642) TRRAVENTWLTASNSKKNRLGSELKAMIRAPDGYTFVGADVDSEELWIVALMGDS 
(654) TRRAVENAWLTASNAKANRIGSELKTQVKAPPGYCFVGADVDSEELWIASLVGDS 



 

 
 
 
 
 
 
 
 

                                              
 
 
 
 
 
 
 
 

                                             

 
 
 
 
 
 

 
 
 

                                             

   
                                                                          
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                                                              
   
   
                  
                  
      
             

 
   
                                        

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma  

rat pol gamma


Copy of Xenopus pol gamma

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq

Pan troglodytes (chimpanzee)


mus pol gamma

rat pol gamma


Copy of Xenopus pol gamma  

S. pombe pol gamma


Copy of scyeast pol gamma mip1

Copy of Neurospora pol gamma 


936 	 990
 

991 	 1045
 

(751) HTTLLLMQMNPTLKTAEAKELAKKLYASTKGVKSKMSKR-------LQ-------
(763) FASQLLKRFNPSLTDEETKKIANKLYENTKGKTKRSK------------------
(810) FASQLLRQFNPSLTEAETTAIATKLYDATKGAKTNRKS-----------------

1046 1100
 

(701) TRRAVERTWLTASNAKKNRVGSELKAMVRAPPGYVFVGADVDSEELWIASVVGDA 

(906) HFAGMHGCTAFGWMTLQGRKSRGTDLHSKTATTVGISREHAKIFNYGRIYGAGQP 
(903) HFAGMHGCTAFGWMTLQGRKSRGTDLHSKTATTVGISREHAKIFNYGRIYGAGQP 
(884) HFAGMHGCTAFGWMTLQGRKSRGTDLHSKTAATVGISREHAKIFNYGRIYGAGQS 
(883) HFAGMHGCTAFGWMTLQGRKSRGTDLHSKTAATVGISREHAKVFNYGRIYGAGQS 
(876) HFAGIHGCTAFGWMTLQGKKSSGTDLHSKTASTVGISREHAKVFNYGRIYGAGQP 
(697) QFR-LHGATALGMMTLEGKKSEGTDLHSKTAAILGVSRDSAKVFNYGRLYGAGLK 
(709) IFN-VHGGTAIGWMCLEGTKNEGTDLHTKTAQILGCSRNEAKIFNYGRIYGAGAK 
(756) TFK-LHGGNAIGFMTLEGTKSQGTDLHSRTASILGITRNDAKVFNYGRIYGAGLK 

(961) FAERLLMQFNHRLTQQEAAEKAQQMYAATKGLRWYRLSDEGEWLVRELNLPVDRT 
(958) FAERLLMQFNHRLTQQEAAEKAQQMYAATKGLRWYRLSDEGEWLVRELNLPVDRT 
(939) FAERLLMQFNHRLTRQEAAEKAQQMYAVTKGLRRYRLSADGEWLVKQLNLPVDRT 
(938) FAERLLMQFNHRLSRQEAADKAQQMYAVTKGLRRYRLSDDGEWLVKQLNVPVDRT 
(931) FAERLLMQFNHRLTQEQAAEKAKQMYAVTKGIRRYILSKEGEWLVEELGISVERG 

Copy of hum pol gamma aa seq (1016) EGGWISLQDLRKVQRETARKSQWKKWEVVAERAWKGGTESEMFNKLESIATSDIP
 
Pan troglodytes (chimpanzee) (1013) EGGWISLQDLRKVQRETARKSQWKKWEVVAERAWKGGTESEMFNKLESIATSDIP
 

mus pol gamma (994) EDGWVSLQDLRMIRREASRKSRWKKWEVASERAWTGGTESEMFNKLESIAMSDTP
 
rat pol gamma (993) EDGWVSLQDLRKIRREASRKSRWKKWEVVTERAWTGGTESEMFNKLESIAMSDTP
 

Copy of Xenopus pol gamma (986) EENSVNLQDLRKIQKDATKRS-RRKWNLVSRRIWTGGTESQMFNKLETIAMSPSP
 
S. pombe pol gamma (792) ------------------------EMGLPKLTFWSQGTESFVFNKLEAMAQLPSP
 

Copy of scyeast pol gamma mip1 (800) ----------------------------LFKKFWYGGSESILFNKLESIAEQETP
 
Copy of Neurospora pol gamma (848) ---------------------------LYKRPFWRGGTESFVFNMLEEFAEQERP
 

1101 1155
 
Copy of hum pol gamma aa seq (1071) RTPVLGCCISRALEP-SAVQEEFMTSRVNWVVQSSAVDYLHLMLVAMKWLFEEFA
 
Pan troglodytes (chimpanzee) (1068) RTPVLGCCISRALEP-SAVQEEFMTSRVNWVVQSSAVDYLHLMLVAMKWLFEEFA
 

mus pol gamma  (1049) RTPVLGCCISRALEP-SVVQGEFITSRVNWVVQSSAVDYLHLMLVAMKWLFEEFA
 
rat pol gamma (1048) RTPVLGCCISRALEP-SVVQGEFMTSRVNWVVQSSAVDYLHLMLVAMKWLFEEFA
 

Copy of Xenopus pol gamma (1040) KTPVLGCRISRALEP-TAVKGEFITSRVNWVVQSSAVDYLHLMLVAMKWLFEAYD
 
S. pombe pol gamma (823) RTPVLDAGIQQALSSKNLSKNSFMTSRVNWAIQSSAVDYLHLLLVSMNHLIKKYY
 

Copy of scyeast pol gamma mip1 (827) KTPVLGCGITYSLMKKNLRANSFLPSRINWAIQSSGVDYLHLLCCSMEYIIKKYN
 
Copy of Neurospora pol gamma 	 (876) RTPVLGAGITEALMSRWVSKGGFLTSRINWAIQSSGVDYLHLLIIAMDYLTRRFN
 

1156 1210
 



 
 
 

                                             

 
 
 

 
 

                                             

                                             

   
    
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                                                                   
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                        
   
   

Copy of hum pol gamma aa seq (1125) IDGRFCISIHDEVRYLVREEDRYRAALALQITNLLTRCMFAYKLGLNDLPQSVAF 
Pan troglodytes (chimpanzee) (1122) IDGRFCISIHDEVRYLVREEDRYRAALALQITNLLTRCMFAYKLGLNDLPQSVAF 

mus pol gamma (1103) IDGRFCISIHDEVRYLVREEDRYRAALALQITNLLTRCMFAYKLGLNDLPQSVAF 
rat pol gamma (1102) IDGRFCISIHDEVRYLVREEDRYRAALALQITNLLTRCMFAYKLGLNDLPQSVAF 

Copy of Xenopus pol gamma (1094) IDGRFCISIHDEVRYLVHSKDRYRAALALQITNLLTRCMFASRLGIQDVPQSVAF 
(878) LEARLSLTVHDEVRYLSSDKDKYRVAFALQVANLWTRAFFCQRLGINELPQSVAF 
(882) LEARLCISIHDEIRFLVSEKDKYRAAMALQISNIWTRAMFCQQMGINELPQNCAF 
(931) LACRLAITVHDEIRYLAEEPDKYRVAMALQIANLWTRVMFAQQVGIQDLPQSCAF 

1211 1265 
Copy of hum pol gamma aa seq (1180) FSAVDIDRCLRKEVTMDCKTPSNPTGMERRYGIPQGEALDIYQIIELTKGSLEK-
Pan troglodytes (chimpanzee) (1177) FSAVDIDRCLRKEVTMDCKTPSNPTGMERRYGIPQGEALDIYQIIELTKGSLEK-

mus pol gamma (1158) FSAVDIDQCLRKEVTMDCKTPSNPTGMERRYGIPQGEALDIYQIIELTKGSLEK-
rat pol gamma (1157) FSAVDIDQCLRKEVTMDCKTPSNPTGMERKYGIPQGEALDIYQIIELTKGSLEK-

Copy of Xenopus pol gamma (1149) FSAVDIDKCLRKEVTMDCSTPSNPNGMEKRYGIPQGEALDIYQILKVTKGVL---
(933) FSSVDIDHVLRKDVKMDCVTPSNK------VPIPPGEELTIESVLEKLEQS----
(937) FSQVDIDSVIRKEVNMDCITPSNK------TAIPHGEALDINQLLDKSNSKLGKP 
(986) FSAVDIDHVLRKEVDMDCITPSNP------IPIAHGESIDIFQILEKGDDAKLD-

1266 1320 

S. pombe pol gamma

Copy of scyeast pol gamma mip1


Copy of Neurospora pol gamma 


S. pombe pol gamma

Copy of scyeast pol gamma mip1


Copy of Neurospora pol gamma 


Copy of hum pol gamma aa seq (1234) ----RSQPGP---------------------------------------------
Pan troglodytes (chimpanzee) (1231) ----RSQPGP---------------------------------------------

mus pol gamma  (1212) ----RSQPGP---------------------------------------------
rat pol gamma (1211) ----RSQPGP---------------------------------------------

Copy of Xenopus pol gamma (1201) -------------------------------------------------------
S. pombe pol gamma (978) ----GQSLEPLEQIQCFVDVKATTSAEITEEDKKNIAYLKAQAFY----------

Copy of scyeast pol gamma mip1 (986) NLDIDSKVSQYAYNYREPVFEEYNKSYTPEFLKYFLAMQVQSDKRDVNRLEDEYL

Copy of Neurospora pol gamma (1034) ----DSIVPQSQYAPRLENIPYTPRVPVMQRLRERAEAGDHQAFLRFIRAQITNS
 

1321 1375
 
Copy of hum pol gamma aa seq (1240) -------------------------------------------------------
Pan troglodytes (chimpanzee)  (1237) -------------------------------------------------------

mus pol gamma (1218) -------------------------------------------------------
rat pol gamma (1217) -------------------------------------------------------

Copy of Xenopus pol gamma (1201) -------------------------------------------------------
S. pombe pol gamma (1019) -------------------------------------------------------

Copy of scyeast pol gamma mip1 (1041) RECTSKEYARDGNTAEYSLLDYIKDVEKGKRTKVRIMGSNFLDGTKNAKADQRIR
 
Copy of Neurospora pol gamma (1085) DEELKRIIAETRYSDPYGAFSLASNGRVSGNPHQRHAAVHASTKTAAAPSKPSIA


1376 1430
 
Copy of hum pol gamma aa seq (1240) -------------------------------------------------------
Pan troglodytes (chimpanzee) (1237) -------------------------------------------------------



                                             

                                             

                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
                                        
   
   
                  
                  
      
             

 
   
 

 

mus pol gamma (1218) -------------------------------------------------------
rat pol gamma (1217) -------------------------------------------------------

Copy of Xenopus pol gamma (1201) -------------------------------------------------------
S. pombe pol gamma (1019) -------------------------------------------------------

Copy of scyeast pol gamma mip1 (1096) LPVNMPDYPTLHKIANDSAIPEKQLLENRRKKENRIDDENKKKLTRKKNTTPMER
 
Copy of Neurospora pol gamma (1140) SRFDSVSQASRIKSVAAGSDEPTIRATKAQGKAMAKASGTKLAASTKDTVLNVTI


1431  1485
 
Copy of hum pol gamma aa seq (1240) -------------------------------------------------------
Pan troglodytes (chimpanzee) (1237) -------------------------------------------------------

mus pol gamma (1218) -------------------------------------------------------
rat pol gamma (1217) -------------------------------------------------------

Copy of Xenopus pol gamma (1201) -------------------------------------------------------
S. pombe pol gamma (1019) -------------------------------------------------------

Copy of scyeast pol gamma mip1 (1151) KYKRVYGGRKAFEAFYECANKPLDYTLETEKQFFNIPIDGVIDDVLNDKSNYKKK
 
Copy of Neurospora pol gamma (1195) KKKVAAPEMAAVPSTSSESKSKASATTSTTTTENATASPSSSSNVDAKKTTSKTK


1486 1540
 
Copy of hum pol gamma aa seq (1240) -------------------------------------------------------
Pan troglodytes (chimpanzee)  (1237) -------------------------------------------------------

mus pol gamma (1218) -------------------------------------------------------
rat pol gamma (1217) -------------------------------------------------------

Copy of Xenopus pol gamma (1201) -------------------------------------------------------
S. pombe pol gamma (1019) -------------------------------------------------------

Copy of scyeast pol gamma mip1 (1206) PSQARTASSSPIRKTAKAVHSKKLPARKSSTTNRNLVELERDITISREY------
Copy of Neurospora pol gamma (1250) PTHKKETEGEPFPSLDDPVIAARLEAVSKTSPGTRASVAAKLDALASFCHASCCG


1541
 
Copy of hum pol gamma aa seq (1240) -
Pan troglodytes (chimpanzee) (1237) -

mus pol gamma (1218) -
rat pol gamma (1217) -

Copy of Xenopus pol gamma (1201) -
S. pombe pol gamma (1019) -

Copy of scyeast pol gamma mip1 	 (1255) -
Copy of Neurospora pol gamma (1305) C
 


